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Situation of E. coli and Salmonella spp. contamination in vegetables
on farm in upper the Northeast Thailand

a  dix a A ¢ a %
Us1al asuasganiing"”, Uszgms Fadeya’, ¥ans aluuar’ uaz adniiam dasninu’
Pranee Woranetsudatip', Prayut Sisuyhut!, Chuleekon Leenonlan’

and Sanitpim Simmatun!

unAnsa: ﬂmmmaﬂuﬁjam‘%ﬂ alala vise Escherichia coli (E. coli) wasdaluiuaan (Saimonella spp.) 1u
faindseenaniszmdlnglufonguiszmaauninglsd sinldnsdanianemssmuedinisuazidedlanis
deeanuaziiunisnanettaduszuy 5”1’\1LwiLLﬂmﬂQﬂrﬁfa\ﬂﬁ?‘uﬂﬂﬁ‘ua?mu'1mﬁmituumﬁmmi@mmwmi
UfTRnenainumsTiadwmiufe (Good Agricultural Practice : GAP) dniinadtuasiamuNaNLmaaaf 3 39
ajuLﬁuﬁq@mqﬁnmnLLﬂmﬁ@glmwu GAP LL@;’LLﬂmﬂ@ﬂﬁqiﬂ (non GAP) Taaiifatineiedn 307 faatiha iite
Usniiuanunsaimludieudenelsadngs luasiuiineanziueanidasiienauny wunmshuiieude
E. coli Fausi 100 laelaladl (CFU) Aeansu 82 faasing LL@”M?Q@WUﬂﬂiﬂuLﬁﬂu Salmonella spp. 32 AaLN e
MANNANAUTN WATATTNINAIBENNAIN 2 WA W‘l.l']’]ﬂ’]’iﬂul,ﬂﬂulfﬁ’ﬂ E. coli aanuiad non Gap mmmﬂm
GAP atinalidAnun 9adia (P<0. 05) dvsumsiuilende Saimonelia spp. Wi uaUFRRE AN 2
wuas TdfAnuuanseiunisaa Lu@ﬂi:mummﬂ@@mmmqmu@g@umﬁﬂfaim Tneldinousinnmsguaduvie
u‘?@?ﬁ'ﬁﬂmﬁLﬂuﬁummﬁifawwﬂ‘E. coli fiaatiaandn 100 miaalaladisaniy uaziesluny Saimonella spp. 11
snnnusaeeng 25 niu wudafl 103 faetng Tleunuinusinnmsgiue Tnesetnsainuias non GAP wannd
wilas GAP agnafiadAtyneaia (P<0.05) LANNIANENLNT AN NIRRT T TA N EAININNNARLTLaNEEN
mﬁfaﬁaﬁmmLﬁﬂﬁﬂﬂﬂ?ﬂuLﬁ@uL%@ﬂgauw?iTﬁ@Tiﬁ LAZNINAARTIANNTZLL GAP dnansaaansLuitiewuide
qaunad E. coli I8

Adrawy: in alala daluiuasn

ABSTRACT: The study examines the contamination problem of Escherichia coli (E. coli) or Salmonella spp. In
fresh vegetable crops exported to European Union (EU) countries, Department of Agriculture (DOA), as responsible
institute to this problem, has issued exporting conditions and the specific methods, Good Agricultural Practice (GAP),
for crop production. To monitor those contaminants, 307 vegetable samples from GAP and non-GAP farms from
upper Northeast region were taken randomly by the Office of Agricultural and Development Region 3. Eighty-two
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and thirty-two samples were found contaminated with E. coli or Salmonella spp. at 100 CFU/g, respectively. Sta-
tistic analysis showed that, number of E. coli contaminated samples from non-GAP farm was significantly higher
than that from GAP farm (P<0.05). While number of Salmonella spp. contaminated samples from both farm types
was not significantly different. Sanitary of food borne pathogen. was also analyzed based on standard criteria of the
microbiological limit which allow 100 cfu/g in case of E. coli contaminated, and absence of Salmonella spp. in 25
g sample. In this observation, 103 samples were below the standard criteria, more were from NON-GAP farm than
from GAP farm with statistically significant (P<0.05). This evidences that crop production in the Northeast region
of Thailand is at risk to pathogen contamination. However, crop produced according to GAP can minimize the mi-
croorganism (E. coli) contamination.
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Table 1 Number of fresh vegetable sample from GAP and non-GAP fields contaminated with E. coli and

Salmonella spp.

Field Total E. coli (CFU) Salmonella spp.
<100 100-1,000 >1,000 Not detected Detected
(%) (%) (%) (%) (%)
GAP 250 191 43 16 224 26
(76.4) (17.2) (6.4) (89.60) (10.4)
NON GAP 57 34 16 7 51 6
(59.65) (28.07) (12.28) (89.47) (10.52)
Total 307 188 59 23 275 32
(61.24) (19.22) (7.49) (89.58) (10.42)
Not qualified gL [ e
l\‘/ \“.\

Pass qualified

GAP175.Sample

Figure 1 Number of Samples form GAP and non GAP has pass and not qualified
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