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Polymorphism of STAT5B gene of local indigenous chicken
population in lower-northern Thailand
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Iridszgniean (n = 35) lnldanaiugnienisdn (n = 30) lrdnaesfuana (n = 40) ualilsnlefuaudieg (n =
40) ﬁﬂmmq@mmﬂLLUU%TuiwﬂﬂJmau STAT5B Faeinaiia PCR-RFLP Faellnsiunsfianmnsfusfiunsinuis
m@wmﬂmﬂwuﬁm G4533815A wualulnid 3 j‘ﬂLL‘]_I‘]_I AB AA (554 bp) AG (554, 477 waz 77 bp) waz GG (477
uae 77 bp) WlinwiediAanudaluln AG (0.485) uazAnuAdaan G (0.593) 4940 WATAINNNIATIAADL
anna Hardy-Weinberg wmﬂmwummimmuim&mgium@mmLquﬂizmnﬂnlumm@mu‘[mﬂ RapgRIARLT
1ﬁL‘1/1§’ﬂx‘i‘1/1’N°]J’]'] uazliidnaafuang druduanunainuanenIaugnasNLesiu STATSB lutlszannsliuiies
Faafiuis 5 e Tien H_aglutas 0.454-0.499 uazen H Tutaq 0.276-0.667

)

Fﬂﬂﬂﬂm I/Lﬂ‘1/‘1‘1«ll,?,~lﬂ\‘1 mﬁwmﬂumﬂmqwuﬁmiu £l STAT5B

ABSTRACT: The objective of this study was to analyze polymorphism of STAT5B gene which correlated with
growth and reproductive traits in chicken. In this study, the local indigenous chicken population were randomly
collected from five provinces in lower-northern Thailand such as Phitsanulok (n = 60), Uttaradit (n = 60), Phichit
(n = 60), Sukhothai (n = 60) and Kamphaeng Phet (n = 60), and five different chicken breeds such as Leung Hang
Khoa (n = 35), Phadu Hang Dam (n = 35), commercial layer (n = 30), White Leghorn (n = 40) and Rhode Island Red
(n=40). The genotypes were detected by using PCR-RFLP methods with specific primers of point mutation in STAT5B
gene (G4533815A) and were classified into 3 genotypes, AA (554 bp), AG (554, 477 and 77 bp) and GG (477 and
77 bp). Genotype frequency of AG (0.485) and allele frequency of G (0.593) are highest in indigenous chicken. The
Hardy-Weinberg equilibrium (HWE) test found most local indigenous chicken population followed HWE, except
chicken population from Uttaradit province, Leung Hang Khoa and White Leg Horn. Expected heterozygosity (H)
length from 0.454 to 0.499 and observed heterozygosity (#,) length between 0.276 and 0.667.
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Figure 1 PCR-RFLP Pattern of STAT5B gene in Thai Indigenous chicken (M = 100 bp DNA Ladder)
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Table 1 Genotype and allele frequency of STAT5B gene in local indigenous chicken population

Genotype Allele

Pop. Frequency Frequency X’ Hleterazygosity

AA AG GG A G H H,
BA 0.241 (7) 0.276 (8) 0.483 (14) 0.379 0.621 4.974* 0.276 0.471
MU 0.185 (5) 0.407 (11) ~ 0.407 (11) 0.389 0.611 0.551 0.407 0.475
MP 0.138 (4) 0.621(18) 0.241 (7) 0.448 0.552 1.883 0.621 0.495
WP 0.214 (6) 0.393 (11)  0.393 (11) 0.411 0.589 0.994 0.393 0.484
SN 0.087 (2) 0.522 (12) 0.391(9) 0.348 0.652 0.518 0.522 0.454
SS 0.138 (4) 0.517 (15)  0.345(10) 0.397 0.603 0.189 0.517 0.479
BK 0.148 (4) 0.667 (18) 0.185(5)  0.481 0.519 3.033 0.667 0.499
WT 0.125 (3) 0.500 (12) 0.375(9) 0.375 0.625 0.107 0.500 0.469
SwW 0.200 (6) 0.533 (16) 0.267(8) 0.467 0.533 0.153 0.533 0.498
KL 0.143 (4) 0.429 (12)  0.429 (12) 0.357 0.643 0.124 0.429 0.459
Pooled 0.164 (45)  0.485(133) 0.350(96) 0.407 0.593 ND ND ND
LK 0.543 (19) 0.286 (10) 0.171(6) 0.686 0.314 3.978* 0.286 0.431
PD 0.257 (9) 0.486 (17) 0.257(9) 0.500 0.500 0.029 0.486 0.500
LY 0.733 (22) 0.233(7) 0.033(1) 0.850 0.150 0.217 0.233 0.255
WLH 0.351 (13) 0.108 (4) 0.541(20) 0.405 0.595 22.267** 0.108 0.482
RIR 0.525 (21) 0.400 (16) 0.075(3) 0.725 0.275 0.000 0.400 0.399
Mean  0.286(129) 0.415(187) 0.299 (135) 0.493 0.507 ND ND ND

WNELMR: X° (Chi-square) AMNANTNTZAUNEANATY 0.05 LAz degree of freedom Wi 1 HAn 3.841

* P <0.05; ** P <0.001
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