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Study of HSP 70 gene polymorphism in various strains of Thai indigenous
chickens
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Abstract: The objective of this study was to investigate the genetic distribution and diversity of HSP 70, which related to
cellular heat tolerance, in 4 strains of Thai indigenous chicken (TIC; Pradu Hangdam, Lueng Hangkhao, Dang and Chee)
genotyped by PCR-RFLP technique. The polymorphism of HSP 70 in 2 loci showed that C locus had three genotypes (C1C1,
C1C2 and C2C2) with similar frequency among groups, whereas M locus had only M1M2 and M2M2 with a slightly difference
in distribution between groups. The Hardy-Weinberg’s equilibrium (HWE) test found most TIC population followed HWE

except Dang. The expected heterozygosity (Hg) of both loci were similar. C locus was more Hy than M locus (0.389-0.502 and
0.096-0271 for C and M locus respectively). The result from subpopulation differentiation by Fsr was implied the low

differentiation among groups. Therefore, it was concluded that all TIC groups were probably able to construct heat tolerance line

by using HSP 70 as genetic marker related to heat tolerance
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Frequency PD (n = 50) CH (n =50) LK (n = 50) DA (n = 50)
C1C1/M1M2 0 0 0.06 0
C1C2/M1M2 0.06 0.04 0.18 0.14
Genotype C2C2/M1M2 0.04 0.20 0.08 0.16
frequency C1C1/M2M2 0.18 0.06 0.24 0.34
C1C2/M2M2 0.48 0.34 0.30 0.28
C2C2/M2M2 0.24 0.36 0.14 0.08
C1 0.45 0.25 0.54 0.55
Allele C2 0.55 0.75 0.46 0.45
M1 0.05 0.12 0.16 0.15
frequency M2 0.95 0.88 0.84 0.85
7" 1.81 6.34 3.45 2215

. 2 | o o o o e .
Ve y” amnmmefszAuid1Aty 0.05 uaz degree of freedom Winriu 5 A 11.07

i y° Tulszansiidesiuuanasna HWE (P<0.05)
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Thai indigenous breed

. 1/
Commercial breed

Loci Fer
PD CH LK Broiler

C 0.500 0.389 0.502 0.501 0.14 0.062

M 0.096 0.213 0.271 0.257 0.29 0.015

" dipyaann Akaboot et al. (2009)
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