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ABSTRACT: The objective of this research was to evaluate genetic parameters for growth traits in

Snakeskin gourami, Trichogaster pectoralis (Regan) of 1% generation after mass selection. A total of 30
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families from 7 month-classes were used to estimate growth performance traits (total length and body
weight). The increased length and weight of selected population were greater than control population
which were 4.70/17.09 % in males and 6.68/4.24 % in females. The average length and weight of control
group were 15.12+0.88/50.57+£10.79 cm/g and the selected group were 15.83+0.88/69.21+10.27 cm/g in
males while 15.31+£1.14/62.01+14.64 cm/g in control group and 16.36+1.14/64.64+11.12 cm/g in selected
group for females which were significant differences (p<0.0 1). The genetic parameter estimation and
growth traits using a restricted maximum likelihood (REML) procedured by BLUPF9 0 Chicken PAK2 .5
package, heritability of length and weight from single trait of control population were 0.20 and 0.20 while
the ones in selected group were 0.34 and 0.43, respectively.

Keyword: Snakeskin gourami; genetic parameters; growth performance
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Table 1 Average total length and weight of Snakeskin gourami at 7 months of age, in 1% generation of

control and selected population

male Female
traits
length+SD(cm) weight+SD(g) length+SD(cm) weight+SD(g)
control 15.12+0.88° 50.57+10.79° 15.31 +1.14° 62.01+14.64°
selection 15.83+0.88° 59.21+10.27° 16.36+1.14° 64.64+11.12°
P-value <0.01 <0.01 <0.01 <0.01

Remark: average values in the column with different superscripts are significantly different (P<0.01)

2. A5USIIUAMIINUINTTY

Andsveanisfndonvosatadnnouuineunisdaiden ndenisdatdenuaziugn (Table 2) ng
USEUNTANEMIVANENYULAINNIYINAY 1532, 15.55 Uag 15.36 LoURLUnNT wavdnwnimindlawiiiu 56.23,
65.08 Wag 57.97 NSU MINAIAU dIUUTTVINTANUAALAONANWUEAIUEINNINY 1532, 16.18 uag 15.62
BURLATLA S NYT VTN TIA YN 56.23, 67.73 Way 61.14 nSUMUEIAU TWapadnwaiiALnTunIn
fadenmazanedmidenldimsdndendnussunnguosdnunearuemuasthminlulssanssiinfiaadaili

agfnadionilAannnaeAIuAL

Table 2 Average total length and weight of 1st generation Snakeskin gourami in control and selection line

(M) ) ()
traits Length(cm) Weight(g) Length(cm) Weight(g) Length(cm) Weight(g)
control 15.32 56.23 15.55 65.08 15.36 57.97
selection 15.32 56.23 16.18 67.73 15.62 61.14

Remark: o= Mean of parental with pre selection , ;= Mean of selected parental and U, Mean of off-spring

2.1 AAULANAINYBINTARLGDN Selection different (SD)

AIAULANA1IARLEDNTBIG NYAIZANENIlUAEATUANKATAIBARLEDN JA1WINAY 0.23 uag 0.86 du
vosdnuniziinn faifu 8.85 way 11.50 muiy (Table 3) asfuliimdmndadenaedanfiuiu Wuly
Tumafenfuiuauideues Iaums wazamg (2555) MsUseiluAanuuanssesmsdaidonvosanBaninedi
UFuusadnuuzn1sasyirulalagisnisdadeniuumy (mass selection) 2 U AA1AULANGNYBINITARLTRN

anualy 2 Ju Y9IN1SARNUGIAEAINETIRALNTINERT 3.26 WURWASLAE 44.30 NFU MINEIAY

2.2 AMMBUAUBINNSAALABN (Response to selection, AG)

AINBUAUBINBNTANLEENYBIANYEANE b UAIEATUANLATEEARLEN AnYaEANEITAYINAY
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3.09 uay 8.73 Wasidusd muddiu Fslndifsstunisdaiugluvaimans Wy Uardaaieiug GIFT fuil 9 Tnug
Snwrinesantmiinuatany 180 Ju $1uau 2 Ju SAmeuaussnisdaidon Tutas 9.17-10.10 wWesidud wia

uel wagAny (2552) Yan coho salmon (Onchorhynchus kisutch) @slaAinauausinisAnidsn vo3uInin
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Tave (1986) Snaiugnssuyszindvesdnumztminaiiiaeny 180 Ju fidsewing 0.30-0.36 wazdnwmzay
gfiAnsening 0.31-0.33 Bediingetundsnndinmsdaiden warlutanfiouns mdnsugnsy Ussdntvesdnuns
arwgkaziminvdnmsiadendanfintu sumguiuduiieusennsinisdaidends additive variance ag
anas Inedeunmsdndonisarueniaziiniindawiiy 0.20 falndidssiuvarfaundunmsdadon 2 u veq
Snwaigenusnuazthminwiniy 0.222 waw 0.200 (395987 wazAnLE, 2555) NINTAAEDNSNTINUGN T TNV
Snwaranuendid iy 034 uardnwuziminddwiiu 043 asduldinisdndendnvusidaium
(quantitative traits) a1u150¥aA 1 dagnaIuaudI8WUgNTIL (genetic effect) uazanInuIAd o
(environmental effect) \ilosndnuagnaasughameaigneuaudisfunates liaunsansuldhdniusas
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YosdnvazfonIsfnwunesriaiy uasierndudvdnasniugnssudmiliazanannuindeudndiu

' 3
< o o =

wile fanuIefdonyseiliveanunlugureannuuususiu Msnsuiernuulsusiuvesanenede 9 Aneides

v

wianll vlanunsatluduamamisiugnssuveauszyns (genetic parameter) W A18nsugn sy

a

dvSnaanndulaense (direct heritability, h?) (Falconer and Mackey, 1996) aghslsAnunsiasgsivnan h? ves
SnwazninaigyiiulaveddPinuiazads uednuusiidngs vevisdnvaedawininisinuiafed e
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n15dansfunnanety damainlifian h? wnndnafu (Sivarajasingam, 1998; Thevamanoharan et al., 2001;

Angulo et al.,, 2006; Malhado et al., 2007; Bolivar et al., 2013)

Table 3 Selection differential (SD), response to selection (AG) and realized heritability (h%) by length (cm)
and weight (¢) at 7 months

Selection differential  Response to selection Realized heritability
traits (SD) (AG) h%
Length weight Length weight Length Weight
control 0.23 8.85 0.04 1.74 0.20 0.20

selection 0.86 11.50 0.30 491 0.34 0.43
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