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Screening of cucumber varieties resistant to Cucumber green mottle
mosaic virus
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ABSTRACT: To screen and characterize sources of Cucumber green mottle mosaic virus (CGMMYV) resistant
varieties of cucumber, the 139 cucumber varieties obtained from several commercial and germplasm collections
were evaluated by mechanical inoculation in a greenhouse. The standard CGMMYV screening method developed by
Siriyan et al.(2006) was used. The crude sap of infected CGMMYV cucumber leaves was rubbed on carborundum
dusted colyledons of 7 day old cucumber seedlings (10 plants/variety). The seedlings were kept in the insect proved
greenhouse for symptom observation. Type of disease symptom was evaluated at 14 and 30 days after inoculation
and confirmed the presence of CGMMYV by ELISA. The disease rating of each testing plant was further converted to
percentage of disease index (% DI) which will be used for determination the CGMMYV resistant phenotype. Result
showed that 32 of cucumber varieties were resistant (R), 80 varieties were moderately resistant (MR), 15 varieties
were moderately susceptible (MS), 8 varieties were susceptible (S), and 4 varieties were highly susceptible (HS).
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Table 1
CGMMV resistance screening method.
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Responses of cucumber varieties to Cucumber green mottle virus infection after evaluation by standard

Cucumber Phenotype

% Disease index (DI)

Number of cucumber variety

Resistant (R) 20 32
Moderately resistant (MR) 21-40 80
Moderately susceptible (MS) 41-60 15
Susceptible (S) 61-80 8
Highly susceptible (HS) 81-100 4
Total 139

Table 2 List of cucumber varieties showing CGMMV resistant (R) phenotype.
Number Code Fruit type Type/source DI (%) Phenotype
1 No. 1 short OP/market 20 R
2 No. 17 short Population company 20 R
3 No.30 long Hybrid/market 20 R
4 No.32 long Hybrid/market 20 R
5 No.33 long Hybrid/market 20 R
6 No.34 medium Population PP 20 R
7 No.48 medium Population PP 20 R
8 No.54 short Population KKU 20 R
9 No.59 short Population KKU 20 R
10 No.67 short Population KKU 20 R
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Table 2 List of cucumber varieties showing CGMMV resistant (R) phenotype (continued).

Number Code Fruit type Type/source DI (%) Phenotype
" No.68 short Population KKU 20 R
12 No.69 short Population KKU 20 R
13 No.70 short Population KKU 20 R
14 No.71 short Population KKU 20 R
15 No.72 short Population KKU 20 R
16 No.73 short Population KKU 20 R
17 No.75 short Population KKU 20 R
18 No.76 short Population KKU 20 R
19 No.77 short Population KKU 20 R
20 No.78 short Population KKU 20 R
21 No.83 medium Population KKU 20 R
22 No.85 medium Population KKU 20 R
23 No.87 medium Population KKU 20 R
24 No0.93 medium Population KKU 20 R
25 No.96 medium Population KKU 20 R
26 No.97 medium Population KKU 20 R
27 No.99 medium Population KKU 20 R
28 No.101 medium Population KKU 20 R
29 No.105 medium Population KKU 20 R
30 No.107 medium Population KKU 20 R
31 No.133 short Germplasm USA 20 R
32 No.136 short Germplasm USA 20 R

Table 3 List of cucumber varieties showing CGMMV moderately resistant (MR) phenotype.
No. Code Fruit type Type/source DI (%) Phenotype
1 No. 2 short Hybrid/market 38 MR
2 No. 3 medium Hybrid/market 36 MR
3 No. 5 medium OP/market 28 MR
4 No. 6 short Hybrid/market 30 MR
5 No. 7 short Hybrid/market 36 MR
6 No. 8 short Hybrid/market 24 MR
7 No. 9 medium Hybrid/market 24 MR
8 No. 11 short Population KKU 24 MR
9 No. 12 short Population company 40 MR
10 No. 14 short Population company 32 MR
" No. 15 short Population company 34 MR
12 No. 16 short Population company 36 MR
13 No. 19 short Hybrid/market 28 MR
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Table 3  List of cucumber varieties showing CGMMV moderately resistant (MR) phenotype (continued).

No. Code Fruit type Type/source DI (%) Phenotype
14 No. 20 short Hybrid/market 32 MR
15 No. 21 short Hybrid/market 26 MR
16 No. 22 short Hybrid/market 26 MR
17 No. 23 short Hybrid/market 28 MR
18 No. 24 short Hybrid/market 30 MR
19 No. 26 short Hybrid/market 32 MR
20 No. 27 long Hybrid/market 30 MR
21 No.28 long OP/market 30 MR
22 No.29 long Hybrid/market 22 MR
23 No.31 long OP/market 24 MR
24 No.35 short Population PP 28 MR
25 No.36 short Population PP 22 MR
26 No.37 short Population PP 30 MR
27 No.38 long Population PP 22 MR
28 No.39 long Population PP 28 MR
29 No.42 short Population PP 24 MR
30 No.45 medium Population PP 32 MR
31 No.47 long Population PP 32 MR
32 No.49 short Population PP 32 MR
33 No.50 short Population PP 30 MR
34 No.51 short Population KKU 22 MR
35 No.52 short Population KKU 24 MR
36 No.53 short Population KKU 30 MR
37 No.55 short Population KKU 24 MR
38 No.56 short Population KKU 26 MR
39 No.57 short Population KKU 22 MR
40 No.58 short Population KKU 32 MR
41 No.60 short Population KKU 28 MR
42 No.61 short Population KKU 34 MR
43 No.63 short Population KKU 28 MR
44 No.64 short Population KKU 26 MR
45 No.65 short Population KKU 22 MR
46 No.66 short Population KKU 24 MR

47 No.74 short Population KKU 28 MR
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Table 3  List of cucumber varieties showing CGMMV moderately resistant (MR) phenotype (continued).
No. Code Fruit type Type/source DI (%) Phenotype
48 No.79 short Population KKU 30 MR
49 No.80 medium Population KKU 22 MR
50 No.81 medium Population KKU 24 MR
51 No.82 medium Population KKU 26 MR
52 No.84 medium Population KKU 22 MR
53 No.86 medium Population KKU 24 MR
54 No.88 medium Population KKU 30 MR
55 No.89 medium Population KKU 28 MR
56 No.90 medium Population KKU 32 MR
57 No.91 medium Population KKU 30 MR
58 No.92 medium Population KKU 22 MR
59 No.94 medium Population KKU 26 MR
60 No.98 medium Population KKU 22 MR
61 No.100 medium Population KKU 24 MR
62 No.102 medium Population KKU 24 MR
63 No.103 medium Population KKU 22 MR
64 No.104 medium Population KKU 24 MR
65 No.106 medium Population KKU 30 MR
66 No.108 medium Population KKU 34 MR
67 No.109 long Germplasm KKU 22 MR
68 No.110 long Germplasm KKU 22 MR
69 No.113 short Germplasm KKU 34 MR
70 No.115 long Chinese cucumber 32 MR
71 No.123 long Chinese cucumber 36 MR
72 No.128 short Germplasm USA 30 MR
73 No.130 short Germplasm USA 34 MR
74 No.131 short Germplasm USA 38 MR
75 No.132 short Germplasm USA 40 MR
76 No.134 short Germplasm USA 34 MR
77 No.135 short Germplasm USA 40 MR
78 No.137 short Germplasm USA 30 MR
79 No.138 short Germplasm USA 28 MR
80 No.139 long Population PP 40 MR




222 WALLNEAT 38 1 215-224 (2553).

Table 4  List of cucumber varieties showing CGMMYV susceptible phenotype (MS, S and HS).

No. Code Fruit type Type/sources DI (%) Phenotype
Moderately susceptible (MS)
1 No. 4 short Hybrid/market 46 MS
2 No. 10 short Hybrid/market 46 MS
3 No. 13 short Population company 42 MS
4 No. 25 short Hybrid/market 46 MS
5 No.40 short Population 44 MS
6 No.41 long Population 52 MS
7 No.43 short Population 46 MS
8 No.44 long Population 52 MS
9 No.46 medium Population 58 MS
10 No.62 short Population KKU 44 MS
11 No.95 medium Population KKU 50 MS
12 No.111 short Germplasm KKU 56 MS
13 No.112 long Germplasm KKU 44 MS
14 No.124 long Chinese cucumber 50 MS
15 No.129 short Germplasm USA 44 MS
Susceptible(S)
1 No.114 long Chinese cucumber 74 S
2 No.117 long Chinese cucumber 80 S
3 No.120 long Chinese cucumber 66 S
4 No.121 long Chinese cucumber 66 S
5 No.122 long Chinese cucumber 78 S
6 No.125 long Germplasm KKU 66 S
7 No.126 long Chinese cucumber 74 S
8 No.127 long Chinese cucumber 62 S
Highly susceptible(HS)

1 No. 18 long Population PP 84 HS
2 No.116 long Chinese cucumber 88 HS
3 No.118 long Chinese cucumber 86 HS
4 No.119 long Chinese cucumber 84 HS

:4 "

v

! 3 \
No symptom, No.1 No symptom, No.30 Mottle, Mosaic No.116

Figure 1 Recommended cucumber varieties for further study in breeding for CGMMV resistance:
A = Resistant variety No.1, B = Resistant variety No.30 and C = Highly susceptible variety No.116.
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