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Table 1 Comparison between 305-day lactation model and random regression test-day model.

305-day lactation model

Random regression test-day model

1. Adjust environmental effects by herd-year-
season of calving

2. Analyze by 305d-milk records, therefore,
incomplete records need to be adjusted to
305- day

3. Select animal from total milk EBV

4. 1 record per cows

Adjust environmental effects by herd-test date of
test day milk records

Analyze by test-day milk records which more
efficient and more closely defines the true
biology of a dairy cows

Select animal from several strategies such as for
peak, persistency or total milk EBV

1 to 10 records per cows
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Figure 2  Diagram of the random regression test-day model development in dairy cattle
Table 2 The values of deviance information criterion (DIC), percentage of squared bias (PSB), correlation
between observed and predicted record (COR) and residual variance (RV) from random regression
model with Legendre polynomials 4 order (LEG) and linear splines with 4 to 7 knots (SPL4, SPL5,
SPL6, SPL7).
Model DIC PSB COR RV
LEG 300,565 7.65 0.75 3.06
SPL4 300,791 7.78 0.70 3.12
SPL5 300,672 7.74 0.73 3.07
SPL6 300,546 7.64 0.76 3.05
SPL7 300,589 7.68 0.75 3.05

Source: Boonkum et al. (2010)
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WWNUNANLEL (Bohmanova et al., 2008) Lilus
uaﬂmﬂﬁﬂ”\iﬁmiﬂa:ﬂqﬂm”L%‘EuLm@ﬁqn@'mﬁu
SnwnuzfiAaadestudugunisnandaidendd
functional trait 111 ﬁﬂwmzﬂ?ﬁmmmmﬁﬁ@@mu
Wﬂﬁuﬁ:(volume of ejaculate) (Carabano etal., 2007)
anmnuzlaseserasseniglaLd (conformation)
(Coffey et al., 2003) warluiaqiiunisiszidiu
fugnasune i lunafunaaerinsadugald
framinldandunieiudedinisdsygnsldiu
wanednnznienfuielfansadadaniauy
I masfuArudesnisesdineasnaniniign
%'\1Fiﬂﬂm‘iﬂiuﬁuﬁugnﬁﬂugﬂLLuuﬁT\m@'qqdq
Multiple-trait random regression test-day model
(Muir et al., 2007)
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