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Cross transferability of Jatropha curcas derived microsatellite to
intra generic and inter generic species
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unimta: nageunsiindsinnmiduedaelilasusninalaruecaysn (Jatropha curcas) luRaneluana
Jatropha waz Asneanaluasd Euphobiaceae annismagalnsiues S1uau 17 ¢ wodh flwswefawnm
Lﬁuﬂ?mmﬁL'Sumiuﬁ‘ﬁﬂﬁﬂiu@q& Jatropha 1A J. gossypifolia J. integerrima, J. multifida Wa J. podagica 14
QU9 15, 12, 11 uaz11 glwawes Anuy 88.2%, 70.6%, 64.7%uaz 64.7% vadlnaiefiavun audndL uaz
HlnswefManansniinunadidueluitesinsana THur Tudznds 819w uaz azve 411U 8, 5 uaz 2 4
Aol 41.1%, 29.4% uaz11.8% taclnsimefiuma AMAEL waz wuinlnawes JCT16 uaz JCT27 dnansn
W BnadEwelflunitainageu annisaianafaiiue lutgaanans 411w 20 fetne nudaaasa
vadu 72 sadn AndluAniadn 4 Saaarerlnsies AnmziAndnlszANs A NIeUNLgNs TN ARER T Tee
Jaccard WATAANANANANN U UENITNIALAS UPGMA WUANA N30 danguialuana Jatropha 8enann
wmnmuj ethedaian naanmsAneuandliiiuinesemendlilasuaminalavaesayfnganansaian 4
Huedesdieluntsfiniugnssuaesiafiauduiusindidaeiu sautenisdneiugnesuiBandfion it
panaaliatnadlszAngnn

Fnddty: ayin lulnsuannalay maiinsannmidueluitesnsgila/mnaana i Euphorbiaceae

ABSTRACT: Cross species/genera DNA amplification of microsatellite markers, developed from Jatropha curcas,
were tested within the genus Jatropha and other Euphorbiaceae genera. Out of 17 microsatellite markers investigated:
15 (88.2%), 12 (70.6%), 11 (64.7%) and 11 (64.7%) were successfully amplified in 4 Jatropha species namely
J. gossypifolia J.integerrima,J. multifida and J. podagica,respectively. Moreover, 8 (41.1%),5 (29.4%) and 2 (11.8%)
markers were amplified in M. esculenta, H. brasiliensis and R. communis respectively. JCT16 and JCT27 primers can
amplify DNA all 7 plant accessions tested. A total of 72 alleles were detected in 20 plant accessions studied, with an
average of 4 alleles per locus. Jaccard’s similarity coefficient and UPGMA cluster analysis were performed and the
results showed that plant species belonging to Jatropha genus was clearly separated from other plant species from
other genera. Transferability of J. curcas microsatellites provides powerful tools for genetic relationship assessment
of related plant species as well as their comparative genomic studies.

Keywords: Jatropha curcas microsatellite, cross species/genera amplification, Euphorbiaceae
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waz Doyle (1990) WAz MIA@aLLFNUALEULE
faeAtiaadianinslnTdaiTe e uiufeue
N1M3g U (Fermentas) Iatldaznilsaninuid

U 1%

nsasaagaunisiinNdSunumiauialaeld
wsamanglalasuaminalaiaasagm

iaduereasitneluans Jatropha uazive
FNANA WA Euphobiaceae (Table 1) 1naaaL
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(Promega) 1 ¢ TR T LR LS UL AN LAaeq
Perkin Elemer thermal cycler Tngeild PCR profile
o o 94 °C w1 3 W mwseldsunsy
e ue 4119w 35 seu ﬁ@mmﬁ 94
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Table 1 List of plant accessions used in this study and their collection sites.

Code Crop species Collection site

1. Jc-A03 J. curcas UbonRatchathani Field Crop Research Center

2. Jc-A08 J. curcas UbonRatchathani Field Crop Research Center

3. Jc-D1 J. curcas UbonRatchathani Field Crop Research Center

4. Jc-No.2 J. curcas KhonKaen University

5. Jc-Senegal J. curcas KhonKaen Field Crop Research Center

6. Jc-Mexico J. curcas KhonKaen Field Crop Research Center

7.Jg-01 J. gossypifolai UbonRatchathaniProvince

8. Jg-02 J. gossypifolai UbonRatchathaniProvince

9. Jm-01 J. multifida UbonRatchathaniProvince

10. Jm-02 J. multifida UbonRatchathaniProvince

11. Jp-01 J. podagica UbonRatchathaniProvince

12. Jp-02 J. podagica UbonRatchathaniProvince

13. Ji-01 J. intergerima UbonRatchathaniProvince

14. Ji-02 J. intergerima UbonRatchathaniProvince

15. Rc-R37 R. communis UbonRatchathani Field Crop Research Center

16. Rc-TCO208 R. communis UbonRatchathani Field Crop Research Center

17. Me-KU 50 M. esculenta UbonRatchathani Field Crop Research Center

18. Me-5natee M. esculenta UbonRatchathani Field Crop Research Center

19. Hb-RRIM600 H. brasiliensis UbonRatchathani Field Crop Research Center

20. Hb-RRUT251 H. brasiliensis UbonRatchathani Field Crop Research Center
N5ALATITRIAYA NANNTANILAZIANTL

fuindeyadadalugluunluuilaasmun
Ifunuidwedideng uazlaisng flu 1 uaz 0
ANNAIFTUR AT AN E N5 EANT AN NN
WUgNTIN faeiRnaed Jaccard (Jaccard’s coefficient)
WAZARNGNANNANA USSR UGNITN A8l
Unweighted Pair Group Method on the basis
of arithmetic Averages (UPGMA) #aalilsunsu
ABANNILEAS NTSYS-pc package (Rohlf, 2004)
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Insimedlulrsuaninalaviimunaindysin s1uau
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microsatellite) Az@NNNTILANBNN AW LU
r;i'mmﬁmmemzm@vl,muﬁmmﬁ@\mdﬂ G-micros-
atellite Taenannzluldftusu (tree species) waz
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(Demdoum et al., 2012)
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Table 2 Number of amplified Jatrophacurcas microsatellite markers and amplification rate between intra and

inter-genera.

Species/Genera Total markers  No. of amplified markers ~ Amplification Rate (%)

J. gossypifolia 17 15 88.2

J. multifida 17 12 70.6
Intra-genera

J. podagica 17 11 64.7

J. integgerima 17 11 64.7

Manihotesculenta 17 8 471
Inter-genera Heveabrasiliensis 17 5 29.4

Ricinuscommunis 17 2 11.8
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Figure 1 Dendrogram shows genetic relationship between plant accessions using UPGMA based on 72 SSR

alleles.
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