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Genetic variation of giant freshwater prawn (Macrobrachium rosenbergii de Man) by

microsatellite technique
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Abstract: The objective of this study was to study the genetic diversity in Giant Freshwater Prawn in Thailand from 4
locations, which were Khon Kaen (KK), Samutsongkhram (SK), Suratthani (SR) and Angthong (AT), with a total of 100
samples. Microsatellite technique with 13 primers and separating on 6% denaturing polyacrylamide gel were used in this study.

The result showed that polymorphic loci had 105 alleles, the average number of alleles per locus was 8.08. The frequency of
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alleles ranged from 0.00 to 0.88. The average expected heterozygosity at all loci was 0.73 and the genetic distance ranged from

0.15 to 0.20, showed that the population from Samutsongkhram and Angthong were genetic the closest, while the population

from Samutsongkhram and Suratthani were the most divergent. The information about genetic diversity may be useful for

management and conservation of the genetics of Giant Freshwater Prawns in the future.

Key words: genetic diversity, Giant Freshwater Prawn, microsatellite
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Figure 1 Diagram shows correlated evolution of Giant Freshwater Prawn in Thailand
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Table 1 Primers used in genetic diversity study of Giant Freshwater Prawn in Thailand

No. Primer Nucleotide sequence5 —»3’ T,(°O) Size rang(bp)
1 DTLSH-7 F: AACGAAACCAAAAATATCTTACC 60 131
R: AGGCAGTGATGTATCAGCTG
2 DTLSH-9 F: AATTGTTGCCTTCGTCAGGG 60 210
R: AACAAAGCCGAGCAAAACCG
3 DTLSH-12 F: TCGCTGGAAAACACGAATGG 60 193-205
R: AAAGCTTAGGGGTTGAGTGG
4 Mbr-1 F: CCCACCATCAATTCTCACTTACC 60 272-320
R: TCCTTTTCACATCGTTTCCAGTC
5 Mbr-2 F: TTCCCGACCAATTTCTCTTTCTC 60 298-336
R: GGCAAAAATGATCTTGGATTCAC
6 Mbr-3 F: CAACTCTATGTTTCGGCATTTGG 62 232-284
R: GGGGAATTTTACCGATGTTTCTG
7 Mbr-4 F: CCACCTACCGTACATTCCCAAAC 62 288-326
R: CGGGGCGACTTTTAGTATCGAC
8 Mbr-5 F: CAAGGCTCGTGTCTCTTGTTTC 62 286-328
R: GCTTGTACTTGTTCAGCTTTTGC
9 Mbr-7 F: ATAAAAGAGTCGCCAAATGAGCA 62 274-286
R: ATTGGGAATTGTTGACCTCCAAG
10 Mbr-8 F: AACCAGCCGACTTAGACTGTGC 62 256-266
R: CGCCATTTGCGTCTATCTCTTAC
11 Mbr-9 F: TTGTTTGCTTGTTTAGTGTCAAGG 60 240-284
R: CTCCAAAACCGAAAAATCCTCAC
12 Mbr-10 F: ATGACGATGATGAGGAATGAAGC 60 241-265
R: TTTCAGGCTATATCAAGCAACAG
13 Mbr-11 F: GTATTGAGAACAAAGGCGCACAG 60 263-291

R: ATCTCTTTCCAAAACAGGGCACA






