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ABSTRACT: This experiment aims to study the use of yeast with lactic acid bacteria (LAB) on the
number of microorganism and antibiotic residues in fermented mastitis milk. There are factors in this
study: normal milk (N), mastitis milk (M) and colostrum (CL). The milk was tested before adding
the starter solution (S) and fermented by adding starter solution for 0 and 3 day. By conducting the
culturing microorganisms in culture media for total plate count and Lactobacillus MRS Agar with
the pour plate method. Measured milk pH and test the level of antibiotic residues by using the test
kit. From the experiment, it was found that normal milk (N), mastitis milk (M) and colostrum, when
fermentation with starter solution (S) could reduce levels of antibiotic residues in all milk (p<0.01),
while total number of bacteria and LAB have increased in normal milk and mastitis milk after 3 days of
fermentation (p<0.05). Therefore, in this study, it can be concluded that milk fermentation can reduce
the level of antibiotic residues. Which will be a guideline for creating an added value of fermented milk
for use. However, it is necessary for further to study the diversity of microbial groups and antibiotic
residues level with high-performance analysis tools.
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Table 1 Microbial count number by pour plate culture method (x 10" CFU / ml)

Microbial count number of Milk samples

Medium Day (x 10" CFU / ml)
N M cL N+S  M+S  CL+S SEM  P-value
TPC Do 1.0° 70° 05° 65  40° 05 0548 0003
DS b a a
440° 8595 6280° 5151 0014
MRS Do 0.0 40 1.0 40 20 10 0971 0366
D3 b a a
43.0° 517.0° 408.0° 4062  0.026
1.0:
The ratio of average DO 0 1.8:1 0.5:1 1.6:1 2.0:1 0.5:1

TPC and MRS group D3

1.0:1 1.7:1 1.5:1

22°\/alue on the same row with different superscripts differ (P<0.05), SEM = Standard error of

the means, S = Starter solution, TPC =

total plate count, MRS = Lactobacillus MRS Agar, DO, D3

= Day number of fermentation, N = normal milk, M = mastitis milk, CL = colostrum milk, N+S =

Normal+starter, M+S = Mastitis+starter, CL+S = Colostrum+starter
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Table 2 Results of antibiotic residues in milk (ppb), pH in milk before fermentation and after

fermentation of day 0, 3

concentrations of antibiotic residues in milk (ppb)

N M CL N+S M+S CL+S SEM P-value
Day
D0 0° 3.6° 3.6° 0° 0° 2.5° <0.000 0.001
D3 0 0 0 0 0
milk pH
DO 6.6° 6.3 6.3 6.15° 5.95¢ 6.05% 0.031 0.005
03 4.70 4.65 4.65 0.040 0.649

ab,c

Starter solution, TPC =

Value on the same row with different superscripts differ (P<0.05), SEM = Standard error of the means, S =
total plate count, MRS = Lactobacillus MRS Agar, DO, D3 = Day number of fermentation,

N = normal milk, M = mastitis milk, CL = colostrum milk, N+S = Normal+starter, M+S = Mastitis+starter, CL+S =

Colostrum+starter
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