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A study of probiotic microorganisms from giant freshwater prawn

(Macrobrachium rosenbergii de Man) pond in Kalasin province
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ABSTRACT: Probiotic microorganisms have been more preferable for the growth in giant
freshwater prawn (Macrobrachium rosenbergii de Man) cultivation. This study attempted isolate
probiotic microorganisms from soil of giant freshwater prawn pond in Kalasin province, tambol
Khaopranon, Nachueak, Buaban, Yatalad district, tambol Lamkloung, Mueang Kalasin district and
tambol Huahin, Huaimek district in Kalasin province. The purified microorganisms were found
7 isolates, such as KS1, KS2, KS3, KS4, KS5, KS6 and KS7. The morphological characteristics
revealed that all its is rod shaped, 6 isolates of gram positive (KS1, KS2, KS3, KS4, KS5 and
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KS6) and 1 isolate of gram negative (KS7). The genetic analysis by 16S rDNA gene sequences
identified that all microorganisms isolates are genus bacillus such as Bacillus marisflavi KS1,
B. aryabhattai KS2, B. pseudomycoides KS3, B. safensis KS4, B. infantis KS5 and B. cereus KS6
and genus Chromobacterum such as Chromobacterum violaceum KS7. Probiotic microorganisms
of aquaculture are 3 species, B. marisflavi KS1, B. aryabhattai KS2 and B. cereus KS6. Therefore,
these microorganisms property can be selected as the probiotic agents for a development of technique
an organic giant fresh water prawn cultured.

Keywords: probiotic, microorganisms, giant freshwater prawn, Macrobrachium rosenbergii de

Man, Kalasin province
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Figure 1

Characterization of microorganisms 7 strains: A=KS1; round, pale yellow, smooth edge,

B=KS2; round, cloudy white, smooth edge, C=KS3; spread, cloudy white, fiber mold,

D=KS4; spread pale white, wavy edge, E=KS5; round, pale pink, smooth edge, F=KS6;
round, cloudy white, smooth edge ay G=KS7; round, cloudy violet, wavy edge
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Table 1 Morphology of colony, cell and gram straining of microorganisms 7 isolates

No. Isolate No. Morphology of Morphology of Gram staining
colony cell

1 KS1 round, pale yellow, smooth edge rod shaped +

2 KS2 round, cloudy white, smooth edge rod shaped +

3 KS3 spread, cloudy white, fiber mold rod shaped +

4 KS4 spread pale white, wavy edge rod shaped +

5 KS5 round, pale pink, smooth edge rod shaped +

6 KS6 round, cloudy white, smooth edge rod shaped +

7 KS7 round, cloudy violet, wavy edge rod shaped -
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Figure 2 Gram straining of microorganisms 7 strains : A=KS1, B=KS2, C=KS3, D=KS4, E=KS5,

F=KS6 uay G= KS7
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Table 2 Identification of the microorganisms 7 Isolates, based on 16S rDNA gene sequences

No. Isolate No. Species similarity Similarity (%) Size (bp)
1 KS1 Bacillus marisflavi 99.52 1243

2 KS2 Bacillus aryabhattai 99.92 1314

3 KS3 Bacillus pseudomycoides 99.61 1292
4 KS4 Bacillus safensis 99.84 1278

5 KS5 Bacillus infantis 99.47 1332

6 KS6 Bacillus cereus 99.85 1339

7 KS7 Chromobacterum violaceum 99.92 1315
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Figure 3 MEGA dendrogram of microorganisms 7 strains, based on 16S rDNA gene sequences
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