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Genetic relationship among crossbred meat goat Sup-PSU-1

Thai native goat and Anglo-Nubian goat by mitochondrial DNA
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ABSTRACT: A total of 108blood individuals from 3 groups of goat, crossbred meat goat Sup-
PSU-1 (SUP, n=48) Thai native goat (TN, n=30) and Anglo Nubian goat (AG, n=30) were used
in this study. The objective of this study was to evaluate the genetic relationshipbymitochondrial
DNA. The result fromPCR-RFLP showed two genotypic were identified, GG and GC.While as,
GC genotypic was not found in Thai native goats.Sup-PSU-1 goat and Anglo Nubian goat showed
no-significant deviation from Hardy-Weinberg equilibrium. Phylogenetic tree by Neighbor joining
(NJ) could cluster into 2 groups.The first group consisted with Sup-PSU-1 goat and Anglo Nubian
goat and the second group consisted with Thai native goat. The results from this study genetic
diversity indicated and opportunity of genetic improvement in Sup-PSU-1 goat.
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Figure 1 The PCR-RFLP patternsofmitochondrial DNAdigested by Bmrl. (Lane M: 100 bp DNA
Ladder, Lane 1: PCR product, Lane 2 and 3: Thai native goat, Lane 4: Anglo Nubian goat

and Lane 5: Sup-PSU-1 goat)
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Table 1 Genotype and allele frequencies at mitochondrial DNA in crossbred meat goat Sup-PSU-1,

Thai native and Anglo Nubian goat breeds

Genotype Allele (1, 0.5) = 3.841
GG GC G c
SUP 48 0.400(18)  0.600(27) 0.700 0.300 0.0037
™™ 30 1.000(30)  0.000(0) 1.000 0.000
AG 30 0462(12)  0.538(14) 0.731 0.269 0.1349
Total 108 0.594(60)  0.406(41) 0.797 0.203

SUP: crossbred meat goat Sup-PSU-1;TN: Thai native goat; AG: Anglo Nubian goat
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