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ABSTRACT: Trypanosomiasis is the important livestock disease caused by bloodstream protozoa
parasite, Trypanosome spp. The vectors of this pathogen blood circulating parasite are stable flies,
tabanid and blood sucking flies. The important clinical sign is the anemia in infected animal. However,
the infected animal can presented as the non — clinical sign and become the reservoir host. For this
recently research, Chaing Rai province has the suitable environment for the vector of trypanosomiasis.
Hence, the objective of this study is to determine the prevalence of infection Trypanosome spp. by
using PCR as the detection technique in goats, sheep and cattle and buffalo roamed in Doi Luang
and Mae Chan district, Chiang Rai province. Total 254 ruminant blood samples were collect in both
2 studied areas. The blood sample were examined by using nested PCR protocol to detect 18s rRNA
Trypanosome spp. gene. The result show 19 (7.5%) positive sample which highest prevalence located
in Doi Loung district while most infected animal is beef cattle (13/44:29.5%). The animal species and
the eosinophil level were statistical analysis and showed the significant association factor related with
the disease infection. This result will be useful for creating the controlling and prevention program.

Keywords: Tirypanosome spp., goat, sheep, cattle, buffaloes, Chiang Rai province.
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Figure 1 The PCR product of the positive sample and negative sample for 18 sRNA Trypanosome
spp. detection. (MK): DNA marker, (MS): Majan sheep, (MG): Majan Goat, (DC) Doi Luang Cattle,

(P): Positive control and (N): negative control.
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Table 1 The result of Trypanosomiasis infection detected by nested PCR technique and the

statistical analysis results

PCR Result Statistic Value
Factor Total 3
Infection  Non Infection X df p-value
Location 0.001 1 0.965
® Doi Luang 213 16(7.5) 197(92.5)
® Mae Chan 41 3(7.3) 38(92.7)
Animal 37.85, 3 <0.01*
® (Goat 93 3(3.2) 90(96.8)
® Sheep 87 3(3.4) 84(96.6)
® (Cattle 44 13(29.5) 31(70.5)
® Buffalo 30 0(0) 30(100)
Sex 0.36, 1 0.54
® Male 78 7(9) 71(91)
® fFemale 176 12(6.8) 164(93.2)
Age 5.89 2 0.05
Young (<1 year) 79 9(11.4) 70(88.6)
Mutual (1-2 years) 172 9(5.2) 163(94.8)
® Old (>3 years) 3 1(33.3) 2(66.7)
Eosinophil 13.02 1 0.00039*
® Normal (1-5cell/100 247 16(6.5) 231(93.5)
Count cell)
® Over standard 7 3(42.9) 4(57.1)
Basophil 0.58 1 0.445
® Normal (1 cell/100 247 19(7.7) 228(92.3)
Count cell)
® Over standard 7 0(0) 7(100)
Total 254 19(7.5) 235(92.5)

Table 2 The prevalence of Trypanosome spp. defined as location and animal species.

Animal Species

Location Total Positive Negative Goat Sheep Cattle Buffaloss

DoilLuang 213 16(7.5)  197(92.4)  0/52(0) 3/87(3.4)  13/44(29.5) 0/30(0)
Mae Chan 41 3(7.3) 38(92.6) 3/41(7.3)  0/0(0) 0/0(0) 0/0(0)
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