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Monitoring for Cucumber green mottle mosaic virus resistant phenotype

in S1 and S2 generations of cucumber varieties
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Abstract: The Cucumber green mottle mosaic virus (CGMMYV) cause damage in Cucurbitaceae and be transmitted through
seeds. Using the CGMMYV resistant variety is recommended for disease management. In order to develop the CGMMV
resistant inbred line of cucumber, the 64 varieties/lines of cucumber germplasm belong to groups of resistant, moderately
resistant and moderately susceptible to CGMMYV were investigated for producing self-fertilization seeds in generation S1 and
S2. The response of S1 and S2 generations to CGMMYV infection was evaluated in green house. Results showed that, the
heritability of CGMMYV resistant phenotype was variable depended on cucumber varieties/lines. The high potential
varieties/lines which showed high stability for resistant phenotype were as following; short type cucumber e.g. 3509 (No0.48-2),
3510 (No.49-1) and 3515 (No.34); large type cucumber e.g. 3125 (No.66), 3604 (No.38-1), and 3429 (No.38-2). For medium
size cucumber, the 3115 (No0.70-1), 3116 (No.70-2), 3117 (No.70-3), 3118 (N0.68), 3120 (N0.69-1), 3121 (N0.69-2), and 3123
(No0.69-4) lines represented as the good candidates for development the CGMMYV resistant inbred lines. The variety 3128
(No.53) was interesting as more resistant than parent phenotype. For development of moderately resistant (MR) inbred line,
the 3208 (No.83-3), 3518 (No.24-2), 3521 (No.23), 3611 (No.12) 3532(No.8), 3611(No.12), 3610 (No.37) and 3603 (No.38-3)
were noted. For moderately susceptible inbred lines, the 3622 (No.43-2), 3633 (No.43-8), No. 3634 (No.43-9) and 3629
(No0.40-1) should be considered.

Key words: cucumber breeding, cucumber virus disease, CGMMYV)
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Table 1 The list of cucumber varieties/lines (S1 and S2) showing resistant (R) to Cucumber green motle mosaic

virus and their agronomic characteristics.

Variety/ parent %DI S2 Fruit S2 fruit
S2 code line source phenotype S1 phenotyp1 (S2) S2 phenotypel type ! color’
3115 No.70-1 KKU R S 20 R M w
3116 No.70-2 KKU R S 20 R M LG
3117 No.70-3 KKU R S 20 R M LG
3118 No.68 KKU R S 26 MR M LG
3120 No.69-1 KKU R MS 20 R M LG
3121 No.69-2 KKU R MS 36 MR M LG
3123 No.69-4 KKU R MS 28 MR M LG
3125 No.66 KKU R MR 20 L LG
3604 No.38-1 commercial MR R 20 R L LG
3429 No. 38-2 commercial MR R 20 L LG
3509 No.48-2 commercial R MR 40 MR S w
3510 No.49-1 commercial R MR 40 MR S LG
3515 No.34 commercial R R 20 R S LG
3206 No.83-1 KKU R MS 40 MR L LG
3504 No.32-3 commercial R MS 40 MR L LG

Note: 'fruit type : S = short type (1LA4121), M = medium type (AIMBU), L= large type ( unedu)
: phenotype : R= Resistant, MR = Moderate resistant, MS = Moderate susceptible, S = Susceptible, HS = Highly

susceptible , ? fruit color : LG- light green , W = white , G = dark green, Y= yellow
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Table 2 The list of cucumber varieties/lines (S1 and S2) showing moderately resistant (MR) and moderately
susceptible (MS) to Cucumber green mottle mosaic virus and their agronomic characteristics.
Variety/ parent %DI S2 Fruit S2 fruit
S2 code line source phenotype Sl phenotyp] (S2) S2 phenotypel type ! color’

3603 No.38-3 commercial MR R 26 MR L LG
3208 No.83-3 KKU MR MR 22 MR M LG
3611 No.12 commercial MR MR 28.57 MR L LG
3521 No.23 commercial MR MR 35 MR M G
3532 No.8 commercial MR MR 36.67 MR S LG
3610 No.37 commercial MR MR 26.67 MR L LG
3127 No.56 KKU MR MS 26 MR M LG
3440 No. 132 commercial MR MS 30 MR M LG
3130 No.52 KKU MR MS 37.14 MR M LG
3518 No.24-2  commercial MR MS 25 MR M w
3530 No.22 commercial MR MS 26 MR M LG
3202 No.84-1 KKU MR S 27.5 MR M LG
3203 No.84-2 KKU MR S 40 MR M LG
3522 No.3 commercial MR S 36 MR L LG
3536 No.6 commercial MR S 37.14 MR L LG
3622 No.43-2 commercial MS MS 50 MS M G
3629 No.40-1 commercial MS MS 43.33 MS M
3633 No.43-8 commercial MS S 66 S L LG
3634 No.43-9 commercial MS S 50 MS L LG

Note: "fruit type : S =short type (14814N31), M = medium type (LWN‘V]'E)L!), L= large type ( LLGN%/TL!)

: phenotype : R= Resistant, MR = Moderate resistant, MS = Moderate susceptible, S = Susceptible, HS = Highly

susceptible , ? fruit color : LG- light green , W = white , G = dark green





