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Evaluation the stability of CGMMY resistant phenotype in cucumber
lines S2 and S3 generations derived from commercial varieties and
tentative inbred lines resistant to CGMMYV
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ABSTRACT: Cucumber green mottle mosaic virus (CGMMYV) is a member of Tobamovirus, it causes green mottle
mosaic disease in cucurbits with the virus being transmitted through seed. The aims of this research were emphasized
on evaluation the stability of CGMMYV resistant phenotype in self fertilization generation S2 and S3 of new cucumber
lines (10 lines) generated from commercial cucumber varieties and tentatively inbred lines(11 lines) from previously
screening program. The results showed that the good candidate cucumber lines from commercial source which
resistant (R) to moderate resistant (MR) to CGMMYV were No.P10 line 6-1, No.P19 line 2-1 and No.P19 line 5-1.
The self generation lines derived from No.P3 x P4 showed stability in R-MR phenotype. For tentatively inbred lines,
the following lines including No.P501 Line 1-1, No.P501 Line 3-1, No.P501 line 4-1, No.P502 line 3-1, No.P506
line 1-1, and No.P522 line 2-1 were stable in R and MR phenotype.

Keywords: cucumber resistant to disease, cucurbit virus disease, plant breeding
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Table 1 Phenotype of cucumber lines (S2, S3) derived from commercial source after evaluation with the
standard CGMMV resistant screening protocol.

S2 S3

No. Cucumber line Fruit type' Phenotype %Dl Phenotype %Dl
1 No.P10 line 6-1 short MR 32 MR 40
2 No.P10 line 7-1 short R 20 MR 24.44
3 No.P13 line 6-1 medium MR 22.5 MS 42.85
4 No.P16 line 1-1 short R 20 MR 26.66
5 No.P12 line 14-1 long R 20 MR 36.66
6 No.P18 line 3-2 long R 20 MS 55
7 No.P19 line 2-1 long MR 22.22 MR 30.9
8 No.P19 line 5-1 long R 20 R 20
9 No.P3 x P4 line 1-2 medium MR 26 MR 36.36
10 No.P3 x P17 line 5-1 medium R 20 MR 31.42

! short cucumber, medium cucumber, long cucumber

Table 2 Phenotype of cucumber varieties after inoculation with CGMMV#9 on 2 seasons.

Season of screening

season 1 season 2
No. Cucumber variety Type fruit phenotype %Dl phenotype %DI
1 No.P501 line 1-1 Long MR 36 R 20
2 No.P501 line 3-1 Long R 20 R 20
3 No.P501 line 4-1 Long MR 22.5 R 20
4 No.P502 line 2-1 Long S 80 R 20
5 No.P502 line 3-1 Long R 20 R 20
6 No.P503 line 1-1 Short S 66.66 R 20
7 No.P504 line 2-1 Short MS 48 R 20
8 No.P506 line 1-1 Long R 20 R 20
9 No.P510 line 3-1 medium MS 42.5 R 20
10 No.P514 line 1-1 medium S 63.63 R 20
11 No.P522 line 2-1 Short MR 23.33 MR 23.3
! short cucumber, medium cucumber, long cucumber
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