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Characterization of drug resistance Klebsiella pneumoniae isolated from frog
culture pond in Kalasin Province

AN NTNIAA, A SeUATE°, Tezans Fazailwaed,

Q

C% d = 1 o 1*
WEWQH FI%"N?T‘WI%‘ BAS BN munsﬂwn

Chutima Karnmongkol', Wutti Rattanavichai’, Piyachat Wiriyaumpaiwong',

Nattapong Srisamoot' and Anupong Tankrathok"

UNARER: 'Q’]ﬂﬂ’]i‘ﬁm:r’]LW’aﬂﬂLLﬁlﬂLL@uﬁﬂH’]ﬂm@ﬂHmw’ﬂ’mLL‘].IﬂV]LiEISLu‘]_I’ﬂL@F;I\‘iﬂ‘LI ANNNINARLABNULLATIEE
16’1 10 1@1"1&@[}’] IﬂEI‘VWN“MwmL‘]J“LALL‘LIﬁV]Lﬁ‘?;ILLﬂi‘QJ@‘LI ’ﬂ’]ﬂﬂ’]?fsLﬂﬁ‘ﬂ”@’]ﬂﬂuﬂﬂﬁﬂi‘i’]m“ﬂ@\‘l 16s ribosomal DNA
wm%ﬂum@ Klebsiella pneumon/ae a7 el LAR ProwdenC/a sp. v 2 el LaR LAz Citrobacter
freundii a1 1 laloian Tmmﬂm K. pneumon/ae mmmrﬂﬂm 7 laltian memimfamm ampicillin
vancomycin azithromycin LLag rifampicin aNa K. pneumgn/ae TCBS32 meimﬁ‘@ﬂmfﬂm meropenem
wazarnIaviliiiie clear zone LWAWNS blood agar AMTANNANNTNARRITNINANNNTTIWiHLLAGY
fin1suilewde K. pneumoniae NdaeluLinlAENNL

AEATY: N9ALNNL NN3RaEN Wanalan, Klebsiella pneumoniae

ABSTRACT: A study was undertaken to isolate and characterize bacteria in frog culture pond. Ten
bacterial isolates were collected from frog culture pond. All isolates were gram negative bacteria.
Using 16s ribosomal DNA sequence analysis, seven isolates were identified as Klebsiella pneumonia,
two isolates were Providencia sp. and one as Citrobacter freundii. All strains of K. pneumonia were
resistant to ampicillin vancomycin azithromycin and rifampicin. Moreover, K. pneumoniae TCBS32
was exhibited drug resistant to meropenem and performed clear zone on blood agar. The result
indicated that frog culture pond was contaminated with drug-resistant K. pneumonia.
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Figure 1 Pure colonies of isolated bacteria plated on TCBS agar, SS agar and LB+AMP agar.
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Figure 2 Gram's staining image of bacterial isolates from frog culture pond.
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Table 1 Identification of isolates bacteria from frog culture pond.

Isolates Accession No. GenBank database Identity (%)

1. TCBS31 MH973167 Providencia sp. SY-1 99
2. TCBS32 MH973168 Klebsiella pneumoniae strain 721005 99
3. TCBS33 MH973169 Providencia rettgeri strain SNCO1 1A 99
4. 881 MH973163 Citrobacter freundii CFNIH1 100
5. SS3 MH973164 Klebsiella pneumoniae strain 9177 99
6. SS4 MH973165 Klebsiella pneumoniae strain MLST-15 100
7.SS5 MH973166 Klebsiella pneumoniae strain kp757 100
8. LB+Amp1 MH973160 Klebsiella sp. KPN1705 100
9. LB+Amp2 MH973161 Klebsiella pneumoniae strain 9177 99
10. LB+Amp3 MH973162 Klebsiella pneumoniae strain zg2010

99
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Figure 3 Phylogenetic tree analysis of bacterial isolates based on 16S rRNA nucleotide sequences.

Table 2 Antimicrobial susceptibility analysis of Klebsiella pneumoniae isolates from frog culture pond.

Resistance'
Isolates
AMP VAN AZT CHP STR RIF MER
K. pneumoniae TCBS32 R R R M R R R
K. pneumoniae SS3 M R R R R R S
K. pneumoniae SS4 R R R S R R S
K. pneumoniae SS5 R R R R R R S
K. pneumoniae LB+Amp1 R R R R R R S
K. pneumoniae LB+Amp2 R R M s S R S
K. pneumoniae LB+Amp3 R R R S S R S

'Degree of susceptibility: R = resistant (£15 mm); M = moderate (M) (16 - 20 mm); S = sensitive (221 mm)
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Figure 4 Blood agar analysis of Klebsiella pneumoniae isolates.
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