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The study of genetic markers associated with growth traits
in Tak cattle
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ABSTRACT: The objective of this study was to evaluate genetic markers associated with growth traits in Tak cattle.
Blood sample collected from 69 Tak cattles. PCR-RFLP was used to detect polymorphism of gene. Specific primers
for GH,bGH,GHR, IGF-1,IGF-II,IGFBP-3,POUIF1,STAT5A, LHX4,PRDM16 and MC4R were used to amplified
fragment and digested with specific restriction enzymes. The result showed that the highest genotype frequency
and allele frequency was 0.93 and 0.96 in LHX4 respectively; the lowest genotype frequency was 0.03 in IGFBP-3;
and the lowest allele frequency was 0.09 in /GF-II. This study showed that GH, GHR, IGF-1, IGFBP-3 and MC4R
genotype were associated with breeding value of W200 W400, ADG1, ADG?2 and ADG3 in Tak cattle.

Keywords: Tak cattle, Genetic Marker , Growth traits
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