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Genetic variation and cluster analysis of Thai native cattle

using mitochondrial DNA (mtDNA)
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ABSTRACT: Mitochondrial DNA (mtDNA)is a circular DNA within mitochondria and maternally inheritance.
The analysis of mtDNA polymorphism can be used to describe genetic structure within and between populations.
The objective of this study was to investigate the genetic variation and cluster analysis of Thai Native Cattlewith
mtDNA. The result showed that Thai Native Cattle from Central group and North Eastern group were highly genetic
variation. The cluster analysis with Maximum Likelihood found that Northern and Southern Native Cattle were
separated clearly from another group.
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