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Evaluation of genetic variation in melon by SSR marker technique

a d AT
9INUE aguarl’

Orapin Saritnum'*

unAnsa: miﬂimﬁumﬂmwmﬂmwmqﬁuﬁ;ﬂﬁmmLuﬂﬂu‘ﬂmmﬁﬂLmﬂﬁmm?"@wmaiumqﬂ |04 Lo 8%
WU Lﬂ'%fawmﬂimaq@ a8 815 419 50 gatnanes J 9 galnaiwed ANNITNAUUNAIINUANFNNIS
fugnesumeasae 15 aneiufld laefsuauunuAdueiiiauuansiafuiatuiomn 9 wou Sandulszans
AINARNYARIMNTLGNIINTBLNABUEE WA 0.29-1.00 A1NN1T3LATITHAANGNANLRE UPGMA @1319041
wasueanidy 3 ngu %'\m@mmﬁ@qﬁuﬁﬂwm:mwﬁmgﬂuﬁwm lududnensionauazdidons fayaninu
umﬂwmﬂmqﬁugﬂﬁmmLm’au‘imﬂmﬂﬁmﬂ%wmﬂmmﬂ \aa 1od 21§ Anduselamidmiugudeyanig
Augnesumaey assndanlunstssiiudanuainuaneneiugnesd it ldlunudfudseiugiuasustely
ARIATY: INABY, ALELLE, 194 1BA 815, ANNAINUAENIIRGNITN

ABSTRACT: Evaluation of genetic variation in melon by SSR marker technique was reported. A total of 50
SSR primer pairs were applied in this study, 9 SSR primer pairs detected polymorphisms which showed a total of
9 polymorphic DNA bands with a genetic similarity coefficient in the range of 0.29-1.00 among all cultivars. By
UPGMA cluster analysis, the dendrogram could be separated into 3 groups that related with the morphological
characteristics in term of fruit skin and flesh color. Data of genetic variation of melon by SSR markers will be useful
to melon genetic database for evaluation and use in melon breeding program further.

Keywords: melon, DNA, SSR, genetic variation
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Table 1 Description of melon to analysis by SSRs
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Code Name Flesh color Fruit skin
MEO1 Yellow Honey dew Cream Orange Smooth
MEO2 Honey dew White Smooth
MEQ3 Cream Honey dew Orange Smooth
MEO4 Musk melon Green Netted
MEO5 Yellow Honey dew Orange Smooth
MEO6 Hami Orange Netted
MEO7 Galia Green Netted
MEO8 Yellow canary Green Smooth
MEO09 Western shipper Orange Netted
ME10 Yellow Honey dew White Smooth
ME11 - Green Netted
ME12 - Green Netted
ME13 - Green Netted
ME14 - Green Netted
ME15 - Green Netted
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MEO1, MEO5 waz ME11 Sfngeqn 1.0 saaialu
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MEQ9 waz ME12 ey (Figure 2)
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Table 2 List of SSR primers and their characteristics based on genetic analysis of melon

Primer Sequence (5-3") Allele size (bp)
CMACC146 F = CAACCACCGACTACTAAGTC 152
R = CGACCAAACCCATCCGATAA
CMAGNG68 F = GGAAGGAAATTAGCATGCAC 190
R = GCCACTCTGTCTTTCTTCC

CMBR53 F = GCCTTTTGTGATGCTCCAAT 134
R = AAACAAACATGGAAATAGCTTTCA

CMCCA145 F = GAGGGAAGGCAGAAACCAAAG 142
R = GCTACTTTTGTGGTGGTGG

CMCTT144 F = CAAAAGGTTTCGATTGGTGGG 192
R = AAATGGTGGGGGTTGAATAGG

CMTC160a+b F = GTCTCTCTCCCTTATCTTCCA 215
R = GATGGTGCCTTAGTTGTTCCG

CMTC168 F = ATCATTGGATGTGGGATTCTC 200
R = ACAGATGGATGAAACCTTAGG

CSAT425 F = TAGGGCAGGTATTATTTCAG 93
R = ACGGACTGATTTAGTATAGGC

CSCTTT15a F = GTTTGATAATGGCGGATTGT 198

R = GTAGAAATGAAGGTATGGTGG
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Figure 1 Sample of simple sequence repeat (SSR) profile of melon genotypes using CMTC168, Lane M: Mo-

lecular weight marker, Lane 1-15: melon samples
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Figure 2 UPGMA dendrogram of 15 melon genetic materials based on SSRs
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