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ABSTRACT: A glutinous rice cultivar RD6 is popularly grown by farmers in the North and Northeast of Thailand,
because of its premium cooking and eating quality and aroma. However, RD6 is susceptible to many diseases
and intolerant to submergence. Blast (BL) disease caused by the fungus Pyricularia oryzae (Cooke) Sacc. or
Magnaporthe oryzae (Hebert) Barr. and bacterial blight (BB) disease caused by Xanthomonas oryzae pv. oryzae (Xoo)
are two major diseases threatening the productivity of RD6. In order to maintain its yield stability, it is necessary
to incorporate resistant genes or QTL for these traits into RD6. The objective of this study was to pyramid genes
conferring submergence tolerance, BL and BB resistance into a glutinous rice cultivar RD6 by marker assisted selection
(MAS). RGD07491-MAS-72-MAS-1-3-MAS-2-5, backcrossintrogression line (BIL) that resembles submergence
tolerance (Subl) and blast resistance (¢gBlI, gBl11) was cross-pollinated with RGD07585-5-B-MAS-12-1-MAS-14,
another RD6-BIL that resembles blast BL (¢Bl1, gBl11) and BLB (xa5, Xa21) resistance to generate 25 F, plants.
One round of backcrossing was conducted using RGD07585-5-B-MAS-12-1-MAS-14 as recipient. Four markers
including R10783indel, PAxa5, PB7-8 and Aromarker for Subl, xa5, Xa21l and badh?2 respectively were used for
MAS. Twenty three BC F, plants carrying for Subl, xa5, Xa2l and badh2 were identified. The identified BC F,
plants were allowed to self-fertilize to produce BC F,. Currently BC F, population was planted in the field for plant
type selection. Pyramiding lines obtained from this project will be evaluated for submergence tolerance, BL and BB

resistance and the quality of the cooking.

Keywords: RD6, gene pyramiding, marker-assisted selection
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Table 1 DNA markers used for selection of certain genotype in breeding scheme.
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