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PigPAK is a set of programs in BLUPF90 family
with the specific purpose of pig genetic
evaluation.

DairyPack Wizard... 5 x|

DairyPack wizard will help you through the pracess of BLUP analysis
and report,
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Data fle:

Columns must be included of 1D, fixed effects, and trats.

(Fixed effects frequently used are herd, year, month or season of cahving,
DIM, lackation, breed aroup, age at calving etc.)

Pedigree file:
Colurins must be in order of animal, sie, dam and year of bith.

PigPAK performs variance component estimation
using REML and BLUP methodology with wizard
interface.

DairyPack Wizard... Step 2 of 5 x|

Select model for BLUP analysis by checking on effects ta include in

the model. Input either true variance or variance ratio for BLUP

analysis. If check on re-estimate, all variances are used as priars
D) For REML or AIREML {with 5.0.).

Effects include in model
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BLUP analysis can be done directly with true
variance or variance ratio. In addition, the user
can re-estimate variance components with REML
or AIREML.
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Trgnk animal ID, f and braks i data Fle.
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Original performance data and pedigree files are
used in the analysis. Therefore, all effects in the
model are simply specified by column number in
data file. Mate/Litter for sire/dam ID data file can

B. View of Reports

u et . . . .
Pl e be stored in alpha-numeric format and it will be
st automatically accounted for as a random effect if
PE model in 3 is selected.
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E3 Microsoit Excel - LMTrend.xls o [=] B
) File Edit Wiew lnset Format Tools Dats  window Hel . . .
R BLUP EBV report with accuracy is created using
g & [ ¢ | 8l E I original ID in Excel format. Therefore sorting
725124t GCRRIG 1807 0l and filtering can be done simply using Excel
[125]| 125 1986 1838 2227468 0.036 .
[127| 126 1988 THAVES 2227468 0.03 functions.
[128| 127 1985 92454 77.8967 0.039
129 128 1989 2307 105.1538 0.028 —
@ 128 1957 KJASPER  105.1538 0.025
13 130 1987 32020 107.1171 0.03
E 13 1987 FORN 1071171 0.03
133 132 1987 51235 193.5238 0.03
[134] 1989 165.1138 104 J;l
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& solutions_vce - Nolepad 19 [=] 3
File Edit Fomat Help
RIREWLFO0 by TATszial = 6. If REML or AIREML variance component
Modified by s.Tsuruta and T,Druet . . . .
Compiled for Pe by w.puang) inda estimation is performed the new variance
<< variance estination »» estimates are kept in a separate file.
Genetic variance(s) for effect: 3
3.279599-06
Genetic variance(s) for effect: 4
G455.05
Residual wariance(s):
N 0.17020E+06
Total wariance(s):
450239, 0286
<< Heritability estimation »»
rRatio of variance for effact: 3
Ratio of wariance for effect: 4 .
0.0010
s.0. for R
412,55
<<_Likelihood >>
-2logL = 2001. 85084883019 =
<l 2
7. Agenetic trend report is also created if desired.
All graphic properties can be modified using
general Excel features.
C. Advanced Options
x
ELLP Paraneter e ¢ [ bip o Vi (Et 8. Previous renumbered data and pedigree file with
Re-estimate variance: [ yes = . ..
© R parameter file can be modified and reanalyzed.
Start Computing T AIREML
’7 OK
BLUP solutions: View
Mew estimate variance: View
x|
This step requires solution file and pedigree file fram PREVIOUS . . . .
EREPEELES 9. BV reports for single trait or multiple trait from
soionsie [ sokons ew | previous solutions from PigPAK or another
PedioreeFie : [ polwped.prm — . . .
o JECEEE, = BLUP family can be recreated with specified
options.
ey [ =
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10. Multiple trait BV reports T
with accuracy can be created AT 8 [ ¢ [ b e [F [ & [ H [ 1 [
. 1 idl yoh hatme EB+1 ACC EBYw2 ACC EBY3 ACC
up to four traits. 16| 15 1955 5490 37963 EEEH (I i
(117 118 1995 5495 0.8727 0.001 0.3112 0 18577 0
[118] "7 1987 11642 -0.2751 0011 -0B287 0.001 01911 0.005
(119 118 1987 FON 7.3827 0005 -1.6805 0.021] -1.2579 0.107
(120 19 1987 40916 -2.2BBB 0.0$13 1.2275 0.008 27589 0.042
[121] 120 1990 Jo 0.2692 0003 -1.5377 0021 -1.3167 0.108
[122| 121 1957 50069 4.1398 0005 -0.8096 0.005  -0.1149 0.032 —
123 122 1988 FARM 4.398 0.009  -0.0467 0.009 1.428 0.045
(124 123 1958 91234 3.453 0002 0.3266 0.018 1.9967 0.08
[125] 124 1986 QCRRIG 3.453 0.002 0.1438 0.005 1.1395 0.027
(126 125 1986 1838 14.2045 0004 01438 0.005 11395 0.027
127 126 1958 THAVES 14.2045 0004 22103 0.008 43043 0.033
(128 127 1988 92454 -0.3804 0.004 2.2103 0.006 4.3043 0.033
129 128 1 —D.PEM 0.007 0.5695 F.Dﬁi'ﬂ
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